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About the speaker

About the seminar

Over the past decade, proximity labeling methods have

emerged as powerful tools for mapping biomolecules in

their native context. These methods often capitalize on the

in situ generation of highly reactive intermediates for

covalently tagging biomolecules located within nanometers

to sub-micrometers from the source of labeling. In this talk, I

will present a toolbox of genetically encoded photocatalytic

proximity labeling methods (CAP-seq and CAP-MS) and

immuno-proximity labeling method (iPL). CAP-seq and CAP-

MS profile subcellular RNAs and proteins in both

membrane-bound and membrane-less organelles, allowing

temporally resolved mapping of stress granule components

during the assembly stage. As a complement to genetically

encoded proximity labeling, iPL allows tagging

biomolecules that are proximal to endogenous baits,

without the need for genetically engineering the sample.

We applied iPL to profile the AIS proteome and its dynamic

changes during neuronal maturation. Together, these

methods portray a high-resolution map of the subcellular

transcriptome and proteome, which provide a rich source

for understanding cellular physiology.
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