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- FACSMelody + ACCURI Our team is dedicated to support your projects
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Largest state-of-the-art Flow
Cytometry Platform in South-East Asia
ICCE Certified staff (International
Society for Advancement of Cytometry)
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MULTIPLEXED

SOLUBLE PROTEIN

ASSAYS

The Multiplexed Soluble Protein Assays Platform
is involved in running large-scale studies with
clinical collaborators & industry partners. The
service offerings are customizable & ongoing
technology development increases the breadth of
capabilities whilst optimizing study outcomes.
The incorporation of DropArray technology
enables a great reduction in multiplex cost &
volumes of valuable clinical samples used.

& KEY EQUIPMENT

+ FLEXMAP 3D
+ DropArray system

+ TECAN EVO200
robot for large-scale
studies

CAPACITIES

+ 96-well plate format
+ DropArray plates

SCOPE OF SERVICES

+ Study design

+ Measurement of
multiple soluble
analytes (up to 50)

+ Customization of
assays

‘\.‘\. APPLICATIONS

+ DropArray to reduce

cost and sample
volume usage (5uL)

+ Data analysis and

reporting

(sample vol. = 5ul) + Cytokines & - Metabolism
Chemokines « Endocrine
. + Inflammation & - Apoptosis
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isease
+ Body fluids + Mouse ) + Cancer
: . + Neuroscience
+ Tissue lysates + Swine i )
) + Cell signaling
+ Tissue exudates + Cell supernatants
Study o Sample Preparation o Analysis
Design & Acquisition Reporting
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IMMUNO-
INFORMATICS

The Immuno-Informatics Platform focuses on
applying analytical methods to understand the
scientific data generated from immunology studies.
The established pipelines and workflows facilitate
the interpretation of complex datasets. The

bioinformatics team can also identify

cross-correlations between various datasets from
microarray, NGS, flow cytometry, ELISA and

Multiplexed Soluble Protein Assays.

QQQ KEY EQUIPMENT

31 node, 8 cores/node, 48Gb RAM/node

linux cluster

+ 12 core, 64Gb RAM, 18 Tb RAID5 linux

workstation

+ 6 core, 48Gb RAM, 35 Tb RAID5 Solaris
database server and backup storage

SCOPE OF SERVICES

- Database
Management

+ R-coding or
statistics

+ Bio-informatics
analysis

- Microarray analysis

+ NGS analysis

+ Flow cytometry
analysis

HSIgN

A*STAR

+ Multiplexed Soluble

Protein Assays
analysis

+ Development of

novel bioinformatic
tools

+ Large scale cohort

studies and clinical
trials

SINGAPORE IMMUNOLOGY NETWORK (SIgN)

8A Biomedical Grove, Level 3 & 4
Immunos Building, Biopolis
Singapore 138648

(Nearest MRT: Buona Vista)
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